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In the sample of 10 species pairs with complete data, three models better explained the (hazard ratio = 51.9, CI = 1.24 -2156) ( Fig. 2A) . Obviously, if similarities rather than 270 dissimilarities are set as covariates, CawPC2 and wing length similarities assist the 271 transition (hazard ratios = 2.6 and 1.1, respectively) and ClimatePC3 hampers it (0.16).
272
Allopatric and sympatric sister species varied in the magnitude of differentiation of 273 these traits (wing length and CawPC2: t 9 > 2.3, P < 0.05, climate PC3: t 9 = 1.8; P = 274 0.10, tested with PGLS regressions controlling for node phylogeny) (Fig. 2B) . The 
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292
Variables associated with the phenotypic characteristics of coexisting congeners were 293 included in the best models explaining variation of CawPC2 and wing length. There 294 was a positive correlation between these traits in target species and the respective trait 295 value of coexisting congeners ( Fig. 3 ; Tab. 1). Over 83% of variation in CawPC2 of (Fig. 3C) , although it only explained 13% of variation and 304 phylogeny had a marked influence (high half-life t 1/2 ) (Tab. 1).
305
Ecological predictors had a weak influence on CawPC1 and the two rattle (Table S7) . Table S1 : Details of acoustic repertoire, analyses and variable selection criteria.
583 Table S2 : Dataset used in this study. Table S5 . List of positive spatial associations among species.
584
587 Table S6 . Details on phylogenetic path analyses.
588 Table S7 . Models with raw caw variables. Wing length of co-existing species (mm) CawPC2 of co-existing species Table 1 . List of the top ranking models explaining phenotypic variation in Corvus species, and predictors included in these models. I considered as equally-probable best models those separated by less than three AIC c points from the model with the lowest AIC c , which are highlighted in bold. Optima were modelled on a sample of 16 species for caws and morphological features, and for 13 species for rattles, to allow the independence of response and predictor acoustic variables. Optimal slopes indicate the expected adaptive variation of traits as these were free of phylogenetic constraints, while evolutionary slopes indicate the observed variation due to both adaptation and phylogeny. The value of t 1/2 measures trait dependence on ancestral values and represents the time (in Myrs) to lose half of the ancestral influence; the stationary variance vy measures deviations from primary optima because of random drift and unmeasured evolutionary forces. 
